. Fluorescence spectra of (a) Parent SWCNT sample: raw SWCNTs dispersed with DOC/PEG/Dextran that are used as a starting material for ATPE sorting, bottom phases of ATP system with (b) 3 mg/mL and (c) 4 mg/mL SDS added to sort top phases containing (7,5) and (7,6) chirality-sorted SWCNTs at 3 mg/mL and 4 mg/mL SDS, respectively. Corresponding absorbance spectra of (d) Parent SWCNT sample, bottom phases of ATP system with (e) 3 mg/mL and (f) 4 mg/mL SDS added to sort top phases.
. Fluorescence spectra of (a) Parent SWCNT sample: raw SWCNTs dispersed with DOC/PEG/Dextran that are used as a starting material for ATPE sorting, bottom phases of ATP system with (b) 3 mg/mL and (c) 4 mg/mL SDS added to sort top phases containing (7,5) and (7,6) chirality-sorted SWCNTs at 3 mg/mL and 4 mg/mL SDS, respectively. Corresponding absorbance spectra of (d) Parent SWCNT sample, bottom phases of ATP system with (e) 3 mg/mL and (f) 4 mg/mL SDS added to sort top phases. Figure S2 . Fluorescence spectra of SWCNT collected from top phases containing (a) (7,5) and (b) (7,6) chirality-sorted SWCNTs at 3 mg/mL and 4 mg/mL SDS, respectively. Corresponding absorbance spectra of (c) (7,5) and (d) (7,6) chirality-sorted SWCNTs at 3 mg/mL and 4 mg/mL SDS, respectively. Figure S3 . Table describing the peak positions and peak shifts for the following samples: Sample-1: SWCNTs + sorting surfactants; Sample-2: SWCNTs + siRNA; Sample-3: Washed/annealed SWCNTs + siRNA. The oval shaped marker denotes the full restoration of the peak positions after the centrifugal washing/annealing and siRNA dispersion to those of raw SWCNTs dispersed with siRNA, whereas rectangle marker depicts partial but significant peak position recovery after washing/thermal annealing. . Absorbance spectra of (a) (7,5) SWCNT/PX-866, (b) (7,6) SWCNT/CCR5 siRNA showing weak peaks in the absorbance spectrum which could be potentially caused by blending in with absorption backgrounds [1] . 
